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Materials & methods

•Observational study of patients reviewed by
multidisciplinary diabetes foot team

•Study period: December 2017 to September 2019
•Data collected included
ØBaseline characteristics
ØClinical features present
ØImaging performed

Conclusion

•Staphylococcus aureus is the commonest
organism associated with osteomyelitis
complicating DFU

•Identification of a Gram-positive organism
is associated with a lower incidence of
osteomyelitis resolution.

Aims

•To identify the microbiological flora in patients
with DFU complicated by osteomyelitis

•To determine the correlation between organisms
and treatment outcome.

Introduction

•Diabetic foot ulceration (DFU) is associated with
infection, cellulitis and osteomyelitis.

Results

• 1006 episodes of DFU in 771 patents
• 180 episodes were complicated by osteomyelitis
•Wound swab or tissue culture was performed in

164/180 (91%) episodes.
•There was no difference in treatment duration of

osteomyelitis in the presence of Gram-positive vs
Gram-negative organisms (7.8 vs 7.6 weeks)
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